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Table 1. Distribution of ESBL and other B —lactamases isolated from pediatric patients with gastroenteritis

ESBL

Other B —lactamases

Species CTX-M-9 group

CTX-M-1 group TEM p—AmpC

CTX-M-14 CTX-M-27 CTX-M-65 CTX-M-55 CTX-M-15 CTX-M-79 TEM-1 CMY-2 DHA

Escherichia coli 14 7
Citrobacter freundii 1
Citrobacter koseri

Serratia liguefaciens

3 3 3 9 2 1

1
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¥J 7 3H, CTX-M-79 238 6 AL Ipo7z. &
77 STI3L R TIL I T 3.7 FANC M 27 L, NIA;
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1. replicon typing
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D, 5 BRIIEDXA FIZhEINR o, F
7-ST131 7 v —> D 10 BRIZAET IncF 79 A3 R
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E =
AMR [TTENOTRWEEER SN TEY,
FENENZIBVTE 2016 4412 One Health Approach
[ZHDNW e TR TR R T 7> a v -« T
(2016-2020)| 23KE STV D, AMR O—DOT

Table 2. Characterization of Escherichia coli ST131 clone isolated from pediatric patients with gastroenteritis

Strain No age sex type isolates POT Phylogenetic Replicon typing ST131 Drug resistance
Number Group subclone
2016002 O M CTX-M-27 E. coli 49-56-81 B2 FIA, FIB, I H30R N/A, NFLX, CPFX
2016011 2 F  CTX-M-14 E. coli 49-62-43 B2 FIA, FIB, Frep H30R N/A, NFLX, CPFX
2016028 2 F  CTX-M-27 E. coli 49-58-23 B2 FIA, FIB, Frep H30R N/A, NFLX, CPFX, Tc, SM
2016068 6 F  CTX-M-27 E coli 49-58-83 B2 FIA H30R N/A, NFLX, CPFX
2016093 1 F  CTX-M-14 E. coli 49-56-73 B2 FIA, FIB non—-H30 N/A, Tc, SM, ST
2016117 4 M CTX-M-27 E. coli 49-58-83 B2 FIA, FIB H30R N/A, NFLX, CPFX
2016120 2 M CTX-M-27 E. coli 49-58-83 B2 FIA, FIB H30R N/A, NFLX, CPFX, Tc, SM, ST
2016132 4 F  CTX-M-27 E. coli 49-58-83 B2 FIA H30R N/A, NFLX, CPFX, SM, ST
2016138 1 M CTX-M-15 E. coli 49-21-56 B2 FIB, I non—-H30 N/A
2016148 1 M CTX-M-79 E. coli 49-57-8 B2 FIA, FIB, I1 non—-H30 N/A, NFLX, CPFX, GM
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Prevalence of Extended-Spectrum pB-Lactamase (ESBL)-Producing Isolates from
Pediatric Patients with Gastroeteritis

Yuhki NAGAI, Hajime KUSUHARA, Akihito KOBAYASHI and Shigehiro AKACHI
Keywords: ESBL, Pediatric patient, Gastroenteritis, ST131, H30R

We investigated the prevalence of fecal carriage of ESBL-producing Enterobacteriaceae among pediatric pa-
tients with gastroenteritis in Mie Prefecture. Among the 256 pediatric patients, 12.5% carried ESBL-producing
Enterobacteriaceae. ESBL genotypes of the 32 isolates were blaCTX-M-14 (n=14), blaCTX-M-27 (n=7),
blaCTX-M-55 (n=4), blaCTX-M-15 (n=3), blaCTX-M-79 (n=3) and blaCTX-M-65 (n=1). Among the 32
ESBL-positive isolates, 10 (31.3%) represented the B2-ST131 clone, and 7 (21.9%) of these represented the H30R
subclone. We also analyzed the POT types of 30 ESBL-producing E.coli isolates. Among the 30 isolates, two
same POT types were found. The most frequent POT type was 49-58-83 with four isolates. Plasmid replicon typ-
ing showed that ESBL-producing isolates were predominantly harboured IncF-type plasmid (22/32). In addition,
eight strains were found to carry Incl plasmid. These results showed that B2-ST131-H30R subclone is considered
to have spread among children in community. Therefore, infection control practices are necessary in mind that
these drug resistant bacteria have already spread in community.
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